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I Letter to the Editor [

A Case of Fonsecaea monophora Infection
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A 65-year-old male patient presented with a
walnut-sized, scaly erythematous plaque on the left
forearm for 1 year (Fig. 1A). He had been taking
antihypertensive agents. He was diagnosed with
chromoblastomycosis caused by Fonsecaea mono-
phora by using biopsy, KOH preparation, fungal
culture, lactophenol cotton blue staining, and DNA
gene sequencing. Histopathology showed brownish
sclerotic bodies and a mixed inflammatory and
granulomatous infiltrate in the dermis (Fig. 1B).
KOH preparation showed brown sclerotic bodies
(Fig. 2A). Fungal culture showed dark black, vel-
vety colonies (Fig. 2B). Long, septate hyphae with
numerous conidia were observed on lactophenol
cotton blue staining. Sequencing analysis of the in-
ternal transcribed spacer (ITS) region of ribosomal
DNA (tDNA) using Gapped Basic Local Alignment
Search Tool (BLAST) and Position-Specific Iterated

(PSI)-BLAST in GenBank identified F- monophora.

Gene sequencing revealed 100% homology with
accession number AB091204. The chromoblasto-
mycosis was controlled by taking oral antifungal

medication (itraconazole 100 mg twice a day for 2

months).

Deep mycosis caused by dematiaceous fungi is
roughly subdivided into three types: chromoblasto-
mycosis, black-grain mycetoma, and phaeohypho-
mycosis. F pedrosoi, which is a major dematiaceous
fungus, accounts for 90% of chromoblastomycosis.
Fonsecaea has been reclassified using rDNA ITS
sequence analysis: F. pedrosoi, F. monophora, and
others'. Our case had chromomycosis caused by F
monophora that had developed on the left forearm.
F monophora could not be identified through mor-
phological examination, but was confirmed using
rDNA ITS sequence analysis. Occasionally, scle-
rotic cells on KOH preparation and histopathological
examination can be helpful in making a diagnosis
of chromoblastomycosis caused by F monophora™.
Chromoblastomycosis can be successfully treated
with physical modalities, chemotherapy, and/or
combination therapy’. In Korea, 4 cases of F. mono-
phora chromoblastomycosis have been reported.
Kim et al.* reported a case in 2014, and the others
were reclassified phylogenetically as F. monophora
by Lim et al.” in 2010. Nevertheless, chromoblasto-

Received: January 16,2017, Revised: February 2,2017, Accepted: July 10,2017
TCorresponding author: Weon Ju Lee, Department of Dermatology, Kyungpook National University School of Medicine, 130 Dong

duk-ro, Jung-gu, Daegu, 41944, Korea.

Tel: +82-10-7730-8877, Fax: +82-53-426-0770, e-mail: weonju@knu.ac.kr
Copyright@2017 by The Korean Society for Medical Mycology (pISSN:1226-4709, eISSN:2465-8278). All right reserved.

@This is an open-access article distributed under the terms of the Creative Commons Attribution Non-Commercial License(http://creativecommons.org/licenses/by-nc/3.0/),
which permits unrestricted non-commercial use, distribution, and reproduction in any medium, provided the original work is properly cited. http:/www.ksmm.org

- 141 -



Korean J Med Mycol 22(3), 2017

Fig. 1. (A) A walnut-sized, scaly erythematous plaque on the left forearm (B) Mixed inflammatory infiltrate with

dark-brown sclerotic cells within giant cells (H&E, ><400)

Fig. 2. (A) Brown sclerotic bodies and hyphae on KOH preparation (B) Dark black, velvety colony on fungal culture

mycosis caused by F monophora is very rare in
Korea. We describe a case of F. monophora chro-
moblastomycosis identified with gene sequencing
analysis.
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